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Molecular 
Mass 
Estimation
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Each Fish 
Has a 
Distinct Set 
of Proteins

121013108Total # 
proteins

26, 27.5, 
30, 30.5, 
33, 35.5, 
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29, 32, 
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Phylogenetic
Tree

Evolutionary tree showing the relationships of eukaryotes.  
(Figure adapted from the tree of life web page from 
the University of Arizona (www.tolweb.org).)

Pairs of Fish 
May Have 
More in 
Common 
Than to the 
Others
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Extensions

• Independent study

• Western blot analysis
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Ready Gel®
Precast Gel 
Assembly

Step 1 Step 2

Step 3 Step 4


